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European Bioinformatics Institute
UniProt Knowledgebase (UniProtKB)
Comprehensive collection of protein sequence records containing extensive 
curated information.
Consists of 2 sections, UniProtKB/Swiss-Prot and UniProtKB/TrEMBL.
Sources of UniProtKB data
UniProtKB data comes from a variety of sources including scientific literature, 
sequence analysis tools, automatic annotation systems and other databases.
Information manually extracted from literature is linked to the source reference
UniProtKB/Swiss-Prot
•  Manually curated
•  Non-redundant
•  Information from literature and 
sequence analysis tools
UniProtKB/TrEMBL
•  Computationally analysed 
records 
•  Enriched with automatic 
annotation and classification
Evidence attribution system
 Links each piece of information in a UniProtKB entry to its original source
 Differentiates between information added during the manual curation process, 
imported from other databases or added by automatic annotation procedures.
How to access evidence attribution information
 Available in the XML version of UniProtKB which can be downloaded from 
http://www.uniprot.org/downloads. 
 Partially implemented on the UniProt web site at http://www.uniprot.org.
Future plans
 Full implementation of evidence attribution system in web site entry view and 
improved web site display.
 Finer-grained tagging at sentence level to allow more detailed breakdown of 
source information. 
 Continued retrofitting to entries created before system was implemented.
Information predicted by automatic annotation systems is linked to the underlying rules 
which provide the annotation
Information copied from an orthologous experimentally characterised protein is linked 
to the original entry
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Current status
Information imported from other databases is linked to the database source
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